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“Development of Structure-Based Al Methods for the Prediction
and Engineering of Novel Enzymatic Reactions”

Christopher VAVRICKA / 7T Uy h DU ST 7—
(RRBIRZE AZR IZM EHIFER/ 727 b5 v 7 H#EHR)

To biosynthesize new-to-nature compounds, improved methods are needed for
the prediction of unknown enzymatic reactions. Current functional prediction
methods rely on sequence homology and database annotations. Therefore we
are developing structure-based and annotation-independent methods to predict
the function and activity of novel enzymes. OQOur recent studies demonstrate
that incorporation of 3D structure information and in vivo data can improve
the prediction of unknown functions.
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